We present a tensor-decomposition method to solve the Boltzmann transport equation (BTE) in the Bhatnagar-Gross-Krook approximation. The method represents the six-dimensional BTE as a set of six one-dimensional problems, which are solved with the alternating least-squares algorithm and the discrete Fourier transform at N collocation points. We use this method to predict the equilibrium distribution (stead-state simulation) and a non-equilibrium distribution returning to the equilibrium (transient simulation). Our numerical experiments demonstrate N log N scaling. Unlike many BTE-specific numerical techniques, the numerical tensor-decomposition method we propose is a general technique that can be applied to other high-dimensional systems.
Introduction
Whenever the mean free path of molecules becomes larger than the characteristic length scale of a system, the continuity assumption breaks down and so does the validity of the Navier-Stokes equations. This phenomenon occurs in a number of settings, including splashing droplets [1] , moving contact lines [2] , super-and hyper-sonic flows [3] , and flow of electrons in metals [4] and silicon [5] . The physics in this flow regime is often described by the six-dimensional (plus time) Boltzmann transport equation (BTE) [6] .
Like many other high-dimensional partial differential equations (PDEs), the BTE suffers from the curse of dimensionality: the computational cost of conventional numerical schemes, such as those based on tensor product representations, grows exponentially with an increasing number of degrees of freedom. One way to mitigate such computational complexity is to use particle-based methods [7] like direct simulation Monte Carlo (DSMC) [8] or the Nambu-Babovsky method [9] . These methods preserve the main physical properties of the system, even far from equilibrium, and are computationally efficient away from near-fluid regimes. In particular, they have low memory requirements and their cost scales linearly with the number of particles. However, their accuracy, efficiency and convergence rate tends to be poor for non-stationary flows, or flows close to continuum regimes [10, 11, 12] . This is due to the non-negligible statistical fluctuations associated with finite particle sets, which are difficult and expensive to filter out in such flow regimes [10, 13] . While several general purpose algorithms have been proposed, the most efficient techniques are problem specific [7, 14, 15, 16] . These methods exploit BTE's mathematical properties to arrive at an efficient algorithm, but are not generally applicable to other high-dimensional PDEs.
In this paper, we present a new algorithm based on tensor-decompositions to solve the BTE in the Bhatnagar-Gross-Krook (BGK) approximation [17] . The algorithm relies on canonical tensor expansions [18] , combined with alternating direction least squares methods [19, 20, 21, 22] , alternating direction Galerkin methods [23, 24] , or any other version of the method of mean weighted residuals (MWR) [25] . Unlike BTE-specific numerical techniques, tensor decomposition methods are general-purpose, in the sense that it can be can be applied to other high-dimensional nonlinear PDEs, including but not limited to the Hamilton-Jacobi-Bellman equation [26] , the Fokker-Planck equation [27] , and the Vlasov equation [28, 29, 30] . This opens the possibility to use tensor methods in many research fields including chemical reaction networks in turbulent flows [31] , neuroscience [32] , and approximation of functional differential equations [24] . In [18] , we developed the tensordecomposition method to solve a linearized BGK equation. In this paper we extend such analysis to the full BTE in the BGK approximation, i.e., to obviate the need for the assumption of small fluctuations and to allow for variable density, velocity, temperature, and collision frequency fields.
This paper is organized as follows. In Section 2.1 we review the Boltzmann-BGK equation and propose an efficient algorithm to compute its solution based canonical tensor expansions. In Section 4 we demonstrate that such algorithm allows us to accurately predict the equilibrium distribution of the system (stead-state), and the exponential relaxation to equilibrium (transient simulation) of non-equilibrium initial states. The algorithm we propose exhibits O(N log(N )) scaling, where N is the number of degrees of freedom in each of the phase variables. Conclusions drawn from the numerical applications and research future directions are summarized in Section 5.
The Boltzmann equation
In the classical kinetic theory of rarefied gas dynamics, the gas flow is described in terms of a non-negative density function f (x, ξ, t) which provides the number of gas particles at time t with velocity ξ ∈ R 3 at position x ∈ R 3 . The density function f satisfies the Boltzmann equation [33] . In the absence of external forces, such equation can be written as
where Q(f, f ) is the collision integral describing the effects of internal forces due to particle interactions. From a mathematical viewpoint the collision integral is a functional of the particle density. Its form depends on the microscopic dynamics. For example, in classical rarefied gas flows [34, 35] ,
In this expression,
and {ξ, ξ 1 } represent, respectively, the velocities of two particles before and after the collision, ω is a unit vector on the 3D unit sphere S 2 , and B(ξ, ξ 1 , ω) is the collision kernel. Such kernel is a non-negative function depending on the Euclidean 2-norm ξ − ξ 1 2 and on the scattering angle θ between the relative velocities before and after the collision
This allows us to write the collision kernel B(ξ, ξ 1 , ω) as
where σ is the cross section scattering function [35] . The collision operator (2) satisfies a system of conservation laws [7] of the form
where ψ(ξ) is either {1, ξ, ξ 2 2 }. This yields, respectively, conservation of mass, momentum and energy. Moreover, Q(f, f ) satisfies the Boltzmann H-theorem
Such theorem implies that any equilibrium distribution function, i.e. any function f for which Q(f, f ) = 0, is locally Maxwellian
where R s is the gas constant, while n(x, t), u(x, t) and T (x, t) are, respectively, the gas density, the mean velocity and the gas temperature defined as
From a mathematical viewpoint, the Boltzmann equation (1) is a nonlinear integro-differential equation in six dimensions plus time. By taking suitable averages over small volumes in position space, it can be shown that the Boltzmann equation is consistent with the compressible Euler's equations [36, 37] , and the Navier-Stokes equations [38, 39] .
BGK approximation of the collision operator
The simplest collision operator satisfying the conservation law (6) and the condition
(see equation (8)) was proposed by Bhatnagar, Gross and Krook in [17] . The corresponding model, which is known as the BGK model, is defined by the linear relaxation operator
The field ν(x, t) (collision frequency) is usually set to be proportional to the density and the temperature of the gas [40] ν(
where µ is the exponent of the viscosity law of the gas, which depends on the molecular interaction potential and on the type of the gas. Also, (13) converges to the Euler equations of incompressible fluid dynamics with the scaling x = x, t = t, and in the limit → 0. However, the model does not converge to the Navier-Stokes equations in the limit → 0. The main reason is that it predicts an unphysical Prandtl number [41] , which is larger than the one obtained with the full collision operator (2) . The Navier-Stokes equations can be recovered as -limits of more sophisticated BGK models, e.g., the Gaussian-BGK model [42] . In previous work [18] we introduced additional simplifications, namely we assumed that ν(x, t) = ν is constant and assumed the equilibrium density, temperature and velocity were homogeneous in the spatial domain. Assuming U (x, t) = 0, this yields an equilibrium distribution in (8) . The last assumption effectively decouples the BGK collision operator from the probability density function f (x, ξ, t). This, in turn, makes the BGK approximation linear, i.e., a six-dimensional PDE. In this paper, we develop a numerical method to solve the fully nonlinear Boltzmann-BGK equation.
The Boltzmann-BGK equation
A substitution of (13) into the Boltzmann equation (1) yields
where f eq (x, ξ, t) and ν(x, t) are defined, respectively, in (8) and (14) . Note that both these fields are nonlinear functionals [24] of the distribution function f (x, ξ, t) through the equations (9)-(11). Therefore, (15) is effectively nonlinear integro-differential PDE in six dimension plus time.
Scaling
We are interested in solving the Boltzmann-BGK equation on a hyper-cube with periodic boundary conditions. To this end, let Ω 3 (velocity space domain), and consider the distribution f : Ω x × Ω ξ × R + → R + . It is convenient to transform the six-dimensional hyper-cube Ω x × Ω ξ onto the "standard" hyper-cube Ω π = [−π, π] 6 . This allows us to perform simulations in Ω π and then map the numerical results to any periodic hyper-cube. To this end, we introduce the following dimensionless variables 1
where λ represents the mean free path of the gas molecule, and T 0 is a reference temperature. Relative to the new coordinate system, the Boltzmann-BGK equation (15) takes the form
where
n(x, t) =
In (16)- (20) Kn and Bo are, respectively, the Knudsen and Boltzmann numbers defined as
A numerical tensor method to solve the Boltzmann-BGK equation
In this section we develop an efficient numerical tensor method to solve the dimensionless Boltzmann-BGK model (16)- (20) . To formulate the method, it is convenient to write (16) in an operator form as
Let us begin by discretizing the PDE (22) in time. In previous work [18] we employed the Crank-Nicolson scheme, and then combined it with canonical tensor expansions and alternating least squares. The effectiveness of such scheme was demonstrated in the linearized Boltzmann-BGK model. In this paper, we study the full nonlinear BGK model, which introduces additional complications. One of the main issues is the evaluation of the collision term C(x, ξ, t), which is computationally expensive. If we combine Crank-Nicolson time integration scheme with alternating-direction least squares as we did in [18] , this would require evaluation of C(x, ξ, t) multiple times per time step, which may significantly tax the computational resources. This can be avoided if we replace the Crank Nicolson scheme with the Crank-Nicolson Leap Frog (CNLF) scheme [43, 44, 45, 46] f
where τ n+1 is the local truncation error at time t n+1 . The CNLF scheme has several advantages over other time integration schemes when applied to tensor discretizations of the Boltzmann-BGK equation. First of all, CNLF it is an implicit scheme, which allows us march forward in time by solving systems of linear equations on tensor manifolds with constant rank 2 . As is well known, such manifolds are smooth [48, 49] , which means that we can compute such solutions using, e.g., Riemannian quasi-Newton optimization [48, 50, 51] or alternating least squares [52, 19, 53] . Another significant advantage of the CNLF scheme over the classical CN scheme is that it allows us to calculate the collision term C (x, ξ, t) explicitly and only once per time step. To show this, let us rewrite (24) as
i.e.,
Given f (x, ξ, t n ) and f (x, ξ, t n−1 ) this equation allows us to compute f (x, ξ, t n+1 ) by solving a linear system. In the numerical tensor setting described hereafter, this involves only iterations in f (x, ξ, t n+1 ), thereby allowing us to pre-calculate the computationally expensive collision term C (x, ξ, t) only once per time step. Regarding the choice of the time step ∆t in (25)-(26), we recall that CNLF is conditionally stable [54] . However, as is well know, the scheme can be easily transformed into an unconditionally stable one by using, e.g., the Robert-Asselin-Williams (RAW) filter [55, 56, 57] .
Canonical tensor decomposition and alternating least squares (ALS)
We expand the distribution function f (x, ξ, t n ) in a truncated canonical tensor series [18, 22] of the form
where r f is the separation rank, which can be chosen adaptively to keep the norm of the residual below a pre-selected threshold at each time t n . To simplify the notation, it is convenient to introduce the combined position-velocity vector ζ = (x, ξ), and rewrite (27) as
Next, we expand each function
where β l k,s (t n ) are unknown coefficients, and φ s (ζ k ) are orthogonal trigonometric functions. Substituting (28) into (25) yields the residual
We aim at determining the unknown coefficients β l k,s (t n ) by minimizing the L 2 norm of such residual with respect to
where each vector β k (t n+1 ) (k = 1, . . . , 6) is defined as
Note that β k (t n+1 ) collects the degrees of freedom representing the distribution (28) in the phase variable ζ k at time t n+1 (see (29)). To minimize R 2 L 2 (Ωπ with respect to (31), we employ an Alternating Least Squares (ALS) algorithm [59, 53] , i.e., we solve
sequentially and iteratively for k = 1, . . . , 6. As is well-known, the ALS algorithm is locally equivalent to the linear block Gauss-Seidel iteration method applied to the Hessian of the residual R.
As a consequence, it converges linearly with the iteration number [52] , provided that the Hessian is positive definite (except on a trivial null space associated with the scaling non-uniqueness of the canonical tensor decomposition). Each minimization in (33) yields an Euler-Lagrange equation of the form
In an expanded form this system reads
Since the linear operator
is fully separable (with rank 4), the six-dimensional integral appearing in (35) effectively reduces to a sum of product of one-dimensional integrals. The coefficients at the right hand side of (34) are defined as
The six-dimensional integrals appearing after sum in m are, as before, effectively a sum of products of one-dimensional integrals (L is separable with rank 3).
Evaluation of the BGK collision term
The BGK collision term C (ζ, t n ) appearing in (37) can be evaluated by using canonical tensor decompositions. To this end, let us recall that
The equilibrium distribution f eq can be factored as product of one 3D function and three 4D functions (see (17)) as
Each of the terms at the right hand side can be expanded in a canonical tensor series once the particle density, velocity and temperature are computed using (18)- (20) . Such integrals can be reduced to products of 1D integrals, once the canonical tensor expansion (28) is available. To be able to calculate normalization by the particle the density n (x, t n ) in equations (18)- (20) , and the normalization by the temperature T (x, t n ) in equation (39) we employ a Fourier collocation method with N points in each variable. This turns all integrals into Riemann sums, while the functions f l k (ζ k , t n ) can now be computed as
with inverse
In (40) and (41) h = 2π/N , ζ k , j = −π + jh (j = 1, . . . , N ) and s = −N/2 + 1, . . . , N/2. The form of equation 40 with two different summation intervals is chosen to make sure the highest wavenumber is treated symmetrically [60] . The forward and backward transform can be performed efficiently with the Fast Fourier Transform (FFT) and its inverse. The collision frequency field ν(x, t) = Kn(x, t)T (x, t) 1−µ is also represented by a canonical tensor series, once n(x, t) and
T (x, t) are available. To speed up the tensor decomposition algorithm, the result of the previous time step is used as the initial guess for the new decomposition. Because of the large number of degrees of freedom in the above system there are multiple (local minimum) solutions which are not necessarily real and mass conserving. Therefore additional constraints can be necessary. The constraint which is applied in the code is that while solving for β l k,s (t n ), every iteration only the real part of the solution is kept. This involves taking the inverse Fourier transform to reconstruct the probability distribution function, disregarding the imaginary part of the PDF, and then transforming the solution back to Fourier space.
Numerical results
The results are split up in a steady-state problem and a transient problem. The steady state problem validates the code against the analytical equilibrium solution to the Boltzmann transport equation and it is verified that the code remains in equilibrium. In addition, it is investigated how the error converges as function of various parameters, and how the code performs as function of the number of collocation points per dimension and the number of processor cores. The simulation parameters are set as in Table 1 . The transient problem starts with an initial distribution away from equilibrium including an non-zero average velocity field in the x 1 direction and looks at the evolution of the PFD as function of time.
Steady state simulations
Since convergence, in general, is not granted for the alternating least squares algorithm (see, e.g., [52, 61] ) and since the equilibrium distribution is one of the few analytical solutions to the Boltzmann transport equation in 6 dimensions this section looks at the behavior of the code at equilibrium. The initial condition of the simulation was the Maxwell-Boltzmann equilibrium distribution with the different moments set as: n(r, t) = 1, U 1 (r, t) = U 2 (r, t) = U 3 (r, t) = 0, and T (r, t) = 1 as defined in equations 18-20 in section 2.3. The simulation was ran till t = 1 and figure 1 space averaged values of the different moments, n , U 1 , U 2 , U 3 , T , and the space averaged collision frequency, ν , as a function of time. As expected, the different values of the space averaged moments remain constant with time.
To get a more quantitative description of the behavior of the steady-state equilibrium solution in figure 2 the root-mean-square error of the solution and mass loss are shown as function of time. The error is defined as:
where f 0 is the initial condition. The simulation was performed from N = 16 to N = 64 collocation points per dimension. However, as can be appreciated in figure 2 (a) the number of collocation points does not have a large effect on the accuracy of the algorithm. In addition, reducing the time step from ∆t = 0.025 to ∆t = 0.01 does not have much effect either. On the other hand, reducing the convergence criterion for β from Tol = 5.0 · 10 −5 to Tol = 5.0 · 10 −6 significantly reduces the error. This suggests that there was a bottleneck in increasing the accuracy of the simulation caused by the convergence criterion. As can be seen below in section 4.2 the bottleneck for higher accuracy can depend on the system which is simulated.
Since the continuity equation in used as an additional constraint on the system the behavior of the density is explored further in figure 2 (b) . Overall, the graph shows that the algorithm obeys the continuity equation well and that mass is conserved even at the lowest number of collocation points N = 16. It can be observed that going from N = 16 to N = 32 collocation points the error in the mass conservation is significantly reduced. However, further increasing the number of collocation points from N = 32 to N = 64 hardly has an effect. Also, decreasing the time step from ∆t = 0.025 to ∆t = 0.01 does not reduce the error. However, as was also observed in figure 2 (a), reducing the convergence criterion for β from Tol = 5.0 · 10 −5 to Tol = 5.0 · 10 −6 significantly reduces the amount of mass loss. This again confirms the existence of a bottleneck in increasing the accuracy of the simulation caused by the convergence criterion.
In figure 3 a closer look is taken on the number of iterations needed to reach convergence throughout the simulation. The left axis shows the number of iterations, n β as function of time. Because every time step the same amount of random noise is added to β before starting the alternating least squares algorithm, the number of iterations is nearly constant. It is possible to reduce the number of iterations needed by adding a smaller amount of random noise. However, in that case it is found that the alternating least squares algorithm can find itself stuck in a local minimum and the residual of the continuity equation does not get properly minimized. On the right axis on a logarithmic scale the value of the residual of every iteration at a specific time step is shown. It can be seen that as convergence is reached the difference in the residual between successive iterations gets smaller. This suggest there is an exponential decay towards the minimum residual that can be reached before that rank of the solution needs to be increased. Performance of the code is further explored in figure 4 . Frame (a) shows the scaling of the wall time, t Wall , as function of the number of collocation points per dimension, N , on one CPU core. It show that the performance of the code is close to N log (N ) in the range of the explored collocation points. Profiling of the code reveals that the most time is spend in the LSQR [62] subroutine which is used to implicitly solve for β for every dimension during every iteration of the ALS procedure. This suggest that the code potentially could be further optimized by finding a faster algorithm than the LSQR algorithm. In frame (b) the scaling of the wall time, t Wall , as function of the number of processors, n Proc is shown. As a reference the curve 1/n Proc is shown which would represent the ideal case if there were no communication overhead. The graph shows that even though the different dimensions can all be solved for independently the scaling with the number of processors is quite poor. This suggests that the code can potentially be optimized further by minimizing the communication between different CPU cores. 
Relaxation to statistical equilibrium
In this section, we study relaxation to statistical equilibrium predicted by the dimensionless Boltzmann-BGK model (16)- (20) . To this end, we consider the following initial condition:
with the initial fields:
n 0 = (0.5 cos (x) + 1) × (0.5 cos (y) + 1) × (0.5 cos (z) + 1)
T 0 = 0.0025 cos (x)
Before starting the simulation the integral over the distribution is normalized to one. The difference between the initial distribution and the local equilibrium distribution causes the Boltzmann equation to evolve while the fluctuations in the initial fields are there to show the code is able to operate away from global equilibrium. The Knudsen number is set to Kn = 10 in this simulation. Figure 5 shows the x 1 -x 2 and ξ 1 -ξ 2 planes of the distribution for x = 0 and ξ = 0 as function of time. The color coding is consistent in the top and the bottom row among the different frames and reflects the value of f which is also shown on the z axis. These results show the evolution of the PDF when the initial condition is far from equilibrium. For a more detailed view of how the marginal distribution functions change with time figure 6 shows a time series of the probability density function in the planes f = f (x 1 , 0, 0, 0, 0, 0), f = f (0, x 2 , 0, 0, 0, 0), f = f (0, 0, x 3 , 0, 0, 0), f = f (0, 0, 0, ξ 1 , 0, 0), f = f (0, 0, 0, ξ 2 , 0, 0), and f = f (0, 0, 0, ξ 3 , 0, 0) as function of time t. The evolution of the distribution function in both frame (a) and (d) shows the effect of the non-zero velocity, U 1 , of the initial condition. In frame (a), as time progresses, the distribution skews to the right, while in frame (d) the distribution function is skewed from the beginning but can be seen to return to a Maxwell-Boltzmann distribution. Frames (b) and (c) show the distribution function returning to an homogeneous distribution in the spatial dimensions and frames (e) and (f) show the distribution function returning from the initial condition to a Maxwell-Boltzmann distribution. Overall, these results show that when the initial condition is far from equilibrium, the code correctly evolves towards equilibrium.
In figure 7 we plot the different components of the velocity field, U 1 , U 2 , and U 3 , the density, n, the temperature, T , and the collision frequency, ν, in the plane x = 0 as function of time. Looking at frames (a) -(c) it can be observed that the magnitude of the velocity components U 2 and U 3 is about 100 times smaller than the U 1 component. The effect of the flow in the x 1 direction can be seen directly in frame (d), where the density profile moves to the right as time progresses. In addition the height of the profile decreasing, suggesting that mass is redistributed by diffusion. Not The color coding is consistent among the different frames per row and reflects the value of f which is also shown on the z axis. In the code the density, velocity, temperature, and collision frequency fields are allowed to fluctuate freely. These results show the evolution of the PDF when the initial condition is far from equilibrium as shown in (46) . visible in these figures, it has to be mentioned that the code shows a small amount of mass loss of about 2% per unit time. This is most likely a combination of small truncation errors, convergence tolerances, and time step size. Frame (e) shows how the temperature, starting from a near uniform field, starts to evolve. Due to to increased velocity fluctuations the fluctuations in temperature increase as well. The collision frequency in frame (f) is computed directly from the density and temperature fields according to 14. Overall, all the probability function and all its moments show physical behavior and evolve back towards the equilibrium local Maxwell-Boltzmann distribution. 
Discussion & conclusions
We have shown that CP tensor decomposition can be successfully applied to solve the BGK approximation of the Boltzmann transport equation in 6 dimensions plus time with fully variable density, velocity, temperature, and collision frequency fields. These fields can be computed due to the usage of pseudo spectral method with collocation points. The different dimensions are solved using a parallel alternating least squares algorithm. The results show that the code is capable of computing both the steady state solution and a transient system starting from a state far away from equilibrium. To get the highest accuracy from the simulation it seems important to identify the correct bottleneck: in the steady-state simulations it is found that the convergence tolerance is the limiting factor. The performance of the code scales as N log (N ) as function of the number of collocation points per dimension. For future work we would like to explore further optimization of the code and the implementation of different boundary conditions. One aspect where significant speedup can be achieved is in rank reduction of the collision operator. Reconstruction of the collision operator by multiplication of its different components can results in a very high rank operator that can be degenerate. Reducing the rank of this tensor while maintaining accuracy is a topic that needs further study. Another aspect where the code can be improved is parallelization, especially when using the CNLF-ALS method to solve problems of higher dimensionality than the Boltzmann-BGK equation. One way to approach this would be to re-write the code around a specialized parallel processing MPI library and have finer control over what data is communicated between processor cores and what kind of protocol is used.
To further explore different boundary conditions, trial function behavior need to be investigated deeper. The choice of the right trial function for a certain system typically comes down to two different approaches: i) one picks a trial function which obeys the desired boundary conditions and then sums over the trial functions to reconstruct the solution to the differential equation in the bulk. ii) One picks a trial function which describes the solution to the differential equation in the bulk and then one adds the trial functions to reconstruct the boundary condition. As shown in figure 6 , in the case of periodic boundary conditions the Boltzmann transport equation can efficiently be solved in six dimensions using the discrete Fourier series. However, when a wall is involved a more advanced boundary condition is needed like the Maxwell boundary condition [63, 33] . This boundary condition consists of two parts; one represents the reflection of particles on the wall and the other represents absorption and emission of particles on the wall. Since there is no known trial function to either solve the Boltzmann equation in the bulk or the Maxwell boundary condition on the wall, another method is needed to solve this system. There are a number of techniques available to apply more complex boundary conditions. These include the tau method [64] , the penalty approach [65] , and the mixed method [66, 67, 68] . These methods have been used successfully to implement boundary condition for the weighted residuals and spectral methods [69, 65] , but have not yet been applied in a tensor decomposition setting.
While the boundary conditions are very important for engineering applications, on a more fundamental level there are some open questions too. While in practice these algorithms show convergence, this has not been proven yet. There are two issues at hand: i) It is assumed that increasing the rank of the solution will improve its accuracy and it has been shown that in some cases tensor decomposition can be exponentially more efficient than one would expect a priori [22] . However, there is no mathematical proof which indicates how high the rank needs to be to reach a certain accuracy and how fast the solution converges as a function of its rank. This question is very important for the speed of the tensor decomposition algorithm because the higher the rank of the operators and the solution of the Boltzmann equation the slower the computation becomes. ii) A second issue is that from one time step to the next convergence is not guaranteed. The alternating least squares (ALS) method is a variation on the Gauss-Seidel method and convergence can be proven for some specific cases [52] . However, only by using the Jacobi method the different dimensions can be decoupled and the algorithm can be parallelized. How this changes the conditions of convergence needs to be further investigated.
